: Measurement of FOXP1 expression in human B-ALL patient samples A. Foxp1 levels in primary human B-ALL samples. FOXP1 expression was quantified by qRT-PCR. Each point denotes the expression of FOXP1 in an individual sample relative to a housekeeping gene control. Ph+ = Philadelphia (BCR-ABL) positive. wt = Wild-type. Sample numbers in each group were as follows: Ph+ IKZF1 wt, n= 9; Ph+ IKZF1 Deleted, n = 16; Ph-IKZF1 wt, n = 23; Ph-IKZF1 Deleted, n = 12. The indicated p values are the results of statistical comparison of each patient group using a two-tailed unpaired t-test. Horizontal bars indicate median levels in each group. B. Correlation plot of GPR132 and FOXP1 expression levels in primary human B-ALL samples.Each point represents the expression of FOXP1 and GPR132 for each patient, relative to a housekeeping gene control. There was no correlation between the levels of GPR132 and FOXP1 (Spearman r = 0.05).
